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Patients



1.	Novel	sources	of	data
2.	Deep	learning	in	GM
3.	Measuring	outcomes



Novel	sources	of	data



Self- or	peer-to-peer	phenotyping







Internet/social-media-driven	case-finding



Collaborators:	Kim	Splinter,	Cecilia	Esteves





Data-driven	genotype	inference



Ex:	Infer	CYP	variants	from	drug	history?



Can	we	infer	genotypes	from	from	images?
Source:	FDNA



Can	search	history	tell	you	about	genotype?



Can	search	history	tell	you	about	genotype?



Role	of	deep	learning



Diagnostic	“trajectory”	recognition



No	Dx

A-T

LSD

NGLY1Rett
AAA

Collaborators:	Ken	Mandl,	Ben	Raby



Variant	interpretation



Structural	inference







Toward	therapies





Docking	simulations





Tox predictions



Structural	pharmacogenomics



Novel	methods	to	study	impact



Post-intervention	Rx	change



Improved	survival



Improved	quality	of	life





Sentiment	and	mood	inference



Financial	impact	on	patients



Patient	engagement	with	science







Development	of	communities



Development	of	new	therapies
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